
NAVIFY® CLINICAL TRIAL MATCH* 
Match the right patient to the right trial in just seconds

NAVIFY Clinical Trial 
Match Overview 

Clinical Trial Match receives 
clinical trial search queries from 
NAVIFY Tumor Board (NTB) 
and leverages a third-party 
application from MolecularMatch, 
Inc. to return relevant clinical trial 
search results. 

This year, more than 18 million people in the world will be diagnosed with cancer for the first time.1 Despite more 
than 18,000 oncology clinical trials seeking participants, less than 5% of cancer patients end up enrolling in trials.2, 3

For many patients, participation in a clinical trial may be the best option. However, matching the right trial with 
the right patient is a time-consuming and challenging task. NAVIFY Clinical Trial Match makes this process 
easier than ever by delivering relevant, patient-specific trial matches in just seconds. 

of adults with cancer 
take part in clinical 
trials.2

of patients are 
aware of clinical 
trial options.4

of U.S. clinical trials fail to 
meet recruitment timelines.2

How Clinical Trial 
Match Works

STEP  1
Search query is sent from 
NAVIFY Tumor Board. 

STEP  2
Validation of  
search terms.

STEP  3
Identify all “matched” trials.

STEP  4
Scoring and ranking  
of matched trials.

STEP  5
Review & refine final search 
results. Pin relevant trials to 
a presentation.
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STEP 1:  
Starting Your Search 

Patient-Specific 
Search 
When accessed from the 
Patient Page, a search is 
automatically initiated using 
available patient data. You 
don’t need to manually enter 
search terms.

NAVIFY Tumor Board tells 
MolecularMatch both “what” 
and “where” to search by 
sending key patient data as 
search parameters. 

Users can modify and configure 
the default search settings in 
App Launch Preferences to get 
more relevant results. Select 
which patient criteria from 
NAVIFY Tumor Board (listed 
below) are sent as a part of the 
search query. Automatically 
narrow results by setting limits 
on the location, phase, study 
type and trial status.

Free-Text Search
Clinical Trial Match can also 
be accessed from the APPS 
tab in the top navigation bar. 
This provides a generic search 
bar that isn’t tied to a specific 
tumor board patient.

Once a search query is 
entered, MolecularMatch uses 
a proprietary natural language 
processing (NLP) algorithm to 
interpret what you meant and 
executes the search.

The auto-suggest 
feature suggests terms 
that are recognized by 
MolecularMatch based on 
what is being entered into 
the search bar. This will help 
improve the quality and 
relevancy of the trial results. 

Tips For  
Better Results

  Age Gender Tumor Type Tumor 
Location

Stage  Biomarkers
 

Genomic 
Alterations 

Country+ + + + + + +

• For patient-specific results, launch Clinical Trial Match from the Patient Page, not from the Apps tab in the top navigation bar. 

• In NAVIFY Tumor Board, provide as much patient information as possible to get the most relevant results (please see above for 
key patient data pulled from NAVIFY Tumor Board).

• List each biomarker as its own line in NAVIFY Tumor Board. (e.g.: Avoid entering “ER/PR/HER2-negative”. List “ER negative”, 
“PR negative” and “HER2 negative” separately”).

• When entering biomarker information, use the words “positive” or “negative” instead of the symbols “+” or “-”. 

• Use complete words such as “amplification” rather than “amp.” 

• In a free-text search, use commas to separate search terms for improved term rationalization.

• In a free-text search, use double quotation marks (“ “) around a word or phrase to perform a literal term search that searches 
for an exact phrase match.

Key data pulled from  
NAVIFY Tumor Board include:  
(applies only to Patient Search)



Once search queries are sent from NAVIFY Tumor Board, MolecularMatch will interpret and map the search terms to 
known concept terms understood by MolecularMatch (within MM Knowledge Domains). This is an important step before 
MolecularMatch can search for clinical trials that match the concepts in the next step. 

Query Terms MM Knowledge Domains

Age
Gender
Clinical Finding
Trial Type
Trial Status
Trial Phase
Trial Location
Trial Location Status
State
Country
City
Distance

Duration
ECOG
Condition
Anatomical Site
Stage
Gene
Mutation
Drug
Drug Class
Resistance
ID
Medical Group

What if the search term is not recognized by MolecularMatch? 

Auto-correction of 
Misspellings
If a misspelled term is within 
an acceptable number of single 
character edits from a known 
concept term, it will be presumed 
as a match and auto-corrected. 

When an auto-correction is made, 
an accompanying “Search Instead 
For” link will be displayed. This 
allows users to execute the search 
exactly as it was entered. 

NEW NEWNEW
Novel Term Detection  
& Literal Term Search
If a term is unrecognized by 
Molecularmatch, a Literal Term 
Search will be performed, which 
identifies search results containing 
the exact term or phrase. 

MolecularMatch will also use 
AI Term Detection to infer and 
classify novel terms into concepts 
(e.g. Condition, Gene, Mutation). 
This will enable intelligent search 
even when the term is unknown to 
MolecularMatch. 

Search Expansion
Sometimes, an overly strict search may 
limit the number of results. Ontological 
expansion allows MolecularMatch to 
also include results that match against 
related concept terms. 

For example, a search for NSCLC and 
a specific mutation may be too specific 
to return results. Search expansion will 
include matches against related terms of 
NSCLC such as “lung cancer”. 

A trial that matches to a more closely 
related term will rank higher than a trial 
matching a more distant concept. 

YES

NO

STEP 2:  
Validation of Search Terms

age

gender

biomarkers

tumor  
location

genomic 
alterations

tumor type

stage

Tips For  
Better Results

• MolecularMatch automatically expands your search beyond a specific mutation. A 
search for “LMNA-NTRK1” will identify trials also recruiting for “NTRK1 fusions” as well 
as “NTRK fusions” all in one search. Hotspot variants can also be searched in this way.

country

thd

the



Tips For  
Better Results

MolecularMatch’s search technology is a concept-based search blended with a text-based phrase search. The primary search 
is concept-based. During initial clinical trial characterization, both Direct and Indirect concepts are associated with a clinical 
trial using more than 60 million terms and synonyms. Then, during the search execution, MolecularMatch searches for clinical 
trials that are associated with the same concepts as the search query terms. 

The secondary aspect of the search is a phrase search, where MolecularMatch looks for trials that contain an exact term or 
phrase as entered. 

Any trial that matches at least one of the search parameters will be included in the results list. In the next section, we will 
discuss how trials are prioritized and ranked based on the boolean search strategy.

Direct Concept Matches
Direct concepts are terms or 
their synonyms which are stated 
explicitly within the clinical trial 
record. 

Auto-disambiguation
If a term pertains to multiple 
concept types, one concept is 
chosen to perform the search 
based on which concept takes 
priority.

The concept type priority order is 
shown below: 

       Condition

       Finding

       Site

       Mutation

       Side effect

       Resistance

       ECOG

       Gender

       Phase

       Stage

       Trial Status

       Trial Type

       Country

       State

       City

Indirect Concept Matches
Indirect concepts are terms 
inferred by association with a 
concept, but are not stated within 
the clinical trial record.  

Some examples of indirect 
concepts include:
• Genes, mutations, and molecular 

pathways known to confer 
sensitivity or resistance to a drug 
or drug class will automatically 
include or exclude a trial with 
that drug or drug class even if the 
trial does not explicitly mention 
the molecular concepts in the 
eligibility criteria.

• Interventional drugs that are used 
sequentially can infer a drug 
resistance concept for earlier-line 
drugs within that sequence.

• Higher order Conditions are 
inferred from Conditions stated in 
the clinical trial.

• Anatomical sites are inferred 
from the conditions stated in the 
clinical trial.

• Specific mutations are inferred 
from parent mutations such as 
gene fusions or hotspots. 

• If a search term matches trial exclusion criteria, the trial will be automatically 
filtered out of the results.

• Trial results that match multiple mutations will rank higher than results 
matching only one mutation.

STEP 3:  
Identifying All “Matched” Trials
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Once the full list of “matched” trials are identified, the matched trials are scored and ranked based on relevance to the 
search. The scoring system used by MolecularMatch ensures that the results are Roche-agnostic and trial sponsor-
agnostic. 

Clinical trial scores are calculated based on a combination of intrinsic and extrinsic values:

Intrinsic Values

Assigned to static 
attributes of the clinical 
trial such as phase and 
trial type (e.g. phase III 
trials > phase I trials).

Extrinsic Values

The cumulative score of 
matching search terms 
calculated at search time. 
(The higher the number of 
matched terms, the higher 
the score. Direct concept 
matches are scored higher 
than inferred concepts. 
Certain concepts such as 
mutations are weighted 
more heavily).

Final Score

This final score is used to 
determine the rank and 
position of the matched 
trial on the search results 
page. 

STEP 4:  
Scoring & Ranking of Matched Trials 



Add search 
terms and use 
search operators 
to refine your 
search. Use the 
minus sign to 
exclude words from 
the search (e.g.  
- “Inflammatory 
disease”). Use 
quotation marks 
to perform an 
exact term or 
phrase search (e.g. 
“Alpelisib”).

Use the in-line 
“missing/

must include” 
functionality to 
identify missing 

terms from a 
specific trial 

result. You can 
also click on a 
“must include” 

term to explicitly 
search for only 

trial results that 
contain that term. 

 

Broaden your 
search by 

removing any of 
the search filters 

applied. 

Understand the 
match rationale 

for why this trial was 
included in the  

results list.

STEP 5:  
Review & Refine Search Results 

Limit results to 
trials in your 
organization 
by selecting this 
checkbox.

Filter trials by location, 
trial phase, study types, 
trial statuses, and more.  

Pin selected 
clinical trial(s) 
to a patient 
presentation for 
the next tumor 
board meeting. 

Print full list of trial 
results or individual 
trial summaries.



Why NAVIFY Clinical Trial Match?*
Advantages & Differentiators

DESIGNED FOR 
ONCOLOGY

PERSONALIZED 
MATCHES

GLOBAL 
COVERAGE

FAST, REAL-TIME 
RESULTS

UP-TO-DATE CONTENT

PRIORITIZED 
MATCHES

Powered by MolecularMatch, which 
was founded on technology licensed 
from MD Anderson.

Automatically performs 
personalized trial 
searches based on 
available patient data 
from NAVIFY Tumor 
Board.

Look beyond Clinicaltrials.gov. 
Search the world’s registries 
in one place, covering over  
150 countries and over 
92,000 trials.

 

 
Instantly† traverse 
mutation and disease 
ontologies to identify the 
widest net of potentially 
relevant matches.

Easily geolocate trials at 
specific cancer centers, or 
within a specific distance from 
the patient’s home.  
Prioritize matches within 
your institution to maximize 
continuity of care.

Recognition of >200 million mutations 
in conjunction with industry standard 
medical data sets and code systems.

Automatically 
eliminates irrelevant 
trials the patient is 
ineligible for. 

OPTIMIZED FOR 
GENOMICS

STREAMLINED 
WORKFLOW

Database is continuously 
updated to ensure that the 
information provided is as 
current as possible. Clinical 
trial content is acquired, 
expertly reviewed and released 
on a weekly basis. 

*Powered by MolecularMatch, Inc.
†Dependent on connection speeds.



Why NAVIFY Clinical Trial Match?*
Advantages & Differentiators

Clinicaltrials.gov

Australian New Zealand Clinical Trial Registry

Brazilian Clinical Trials Registry

Chinese Clinical Trials Registry

Clinical Research Information Service (Korea)

Cuban Public Registry of Clinical Trials

European Union Clinical Trials Register

German Clinical Trials Register

German Clinical Trials Registry

Indian Clinical Trials Registry

International Standard Registry of Clinical Trials

Iranian Registry of Clinical Trials

Japan Medical Association - Center for Clinical Trials

Japan Pharmaceutical Information Center - Clinical Trials Information

Lebanese Clinical Trials Registry 

Netherlands Trial Registry

Pan African Clinical Trials Registry

Peruvian Clinical Trial Registry

Sri Lanka Clinical Trials Registry

Thai Clinical Trials Registry

University Hospital Medical Information Network (Japan)

Search the world’s  
registries in one place.

21 
international clinical 
trial registries

92,000+ 
oncology trials

150+  
countries

*Powered by MolecularMatch, Inc.
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